(1) GENERAL INFORMATION 

(2) INFORMATION FOR SEQ. ID NO.l: V ' 1 / 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5001 BASE - #PAIRS 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: GENOMIC DNA 

(xi) SEQUENCE DESCRIPTION: SEQ. ID NO.l t+nJ^SEl 9? 

Gormcted Diskette Needeo 




yfi&^T^ GTTGCTGTTGCTGTTCTAGAACAATCCATACACACGATTAGATTGAGCTCACCTTCAGCT 
/ ^aX- CACGGAAAATTCTTCAGGCCTCAACCCTTCAGCTCCACCCTGCCTTTCTGGAAAAATGCA 
'*U r \ CTCGTGGCTCTACAGGGTGAGCAACCAGGGGCGCAACTGCAGGGCATGCTCATACAGAAC 
^J^P^ j ATGCTGCCGCAGCTGATCATCGCTCAGCAGTGCAGTCAAGCTGCGCACTGGCAGCTTGCA 
U^fJ-^ TTGTAGCTGGTGTACAACATTCCAGAAGCCGACTGGTATTCGTTGCAATTGTCACAATTG 
^ TGACGCCCATGCAAGGCCCACGAGCAATATCGACTGCAGAACCCTGTGCTGGGATCTACG 
GGAATGATTGGATTGGACGATGTCAGGGCGTTCGACAGCACCGTACCAAAGCTTGCCAAA 
CTTTAGCAGCGGCTGCTAGCAACCACGAGATAAGCCATGGCCACAACCTTGCAACATCGC 
GCATCTGCAGCCGCCGATGCATGCAAGGTCGGTGTTGTGCGGTTCCTGCTTGCTCTGCTT 
CAGGCAACACAGCCTCCAGGTGTTCAACTTGAAGGTGTGACACCACTGGTGTGCTGGCAG ' < , 
CTGGCCATTCGGTTTAAGCCAAGCAGTACAGCGCTGTCAGCTTCATCCCCGCCTGGTTAC IMAS^^ 
TGTGATGTATGTGCTTCTGATCAAGCGGTCCTCCATGCCGTCCGAACAGAACTGCGCTGT ly>-^Jh< 
AAGCTTACGCAGCCCCAACCGGCTCCGAG.CAGCATGCCCTTAAGTGGCGGGAAAACTGCC ^/T 
AGGGACGGTGTAAGGGCGCCATTCAGCGCTCGATACTGTAAGATTGTTTTAGATGAAACA 
GAAATACACCTCCGGAGCTGCGAGTAGCGAGGTGATTTTGCATAAGGGATCCACACTGTT f^jfl 
GTGGGCGCACGTCCAAGAAATGTTTACCCGTTTCGATTGACAGCAAAACATCATGATCAT ^ ^ / 
CAAAGGAGTGCATCGACAGTCAACGATCACCAGGTGATTACGTTTGTCACTGACAAGCGC ^j^i^/^^^^ 
CCTCTACGTGCGCCTTGGGCCTACATATGCCCTGCTGTGGGAGTACCCGTGCACAACAGA J Lj gy^ ^fL 
GCGTTAGAGATACTTCATAGCTGCAACTAGACTACCTTTACCCTAACGAAATCACCCTAG J y ~~~~ 
ACCGACAGTGTCGGAGTAGCTGCGACCCAAACGTGATGGCGAGCGGATTGCTTCTCAAGC < ^Jr /U ^ 
AGCGCTCGGTATGCCTGAGTGGCAACCGGGAGGTCGGTATGCTGTTTCTGTCCGCCCGCC / ' 

AGTGAACAGGCGGGCTGTGGTGGCAGCAGGTGCGCTTCTTCTGAAGGGCAGCTAGGGCTG A/^^f> * 
TTTCGGGCAGTGCATGCCGGCCTATTTTGGGTTGCTCGGAGCAATAATATGTACTATATT * 
GCTCTCGTGGAGCTGTGTTGCGCCACGTGCTTGCCTTGGCGCCTGTTGACCCCGGACCCT 



» r 



<110> Smith. John; -Smlchgcnc Inc. 

<120> Example of a Sequence Listing 

<130> 01-jOOOOI 

<1<0» PCT/EP98/00001 

<H1> 1 996- 1 2-31 *,x' . 



<1 S0> US 08/999.999 

<1S1> 1997-10-1S 



<IC0> < 

<170> Patcntln version 2.0 



<2I0> 1 

< 2 11 > 309 

< 2 l 2 > UNA 
<2l)> Paramecium sp. 

< 2?0> 

<221> CDS 

<222> (279) . . . (389) 

< 3 0 0 > 

< 30 1 > Doc . Richard 

<)02> isolation and Clio ract cr i t o I i on of o Ccne Encoding a 

Protease from Paramecium sp 

<)03> Journal of Ccncs 

< 304 > 1 
<30S> 4 

< 306> IO 
<307> 190B-OC-31 
<30Q> 1234*G 
<309> 1900-06-31 

<400> . 1 

agccgLagtc ancctgtgt cctcctctci cigggcitci cacccigcia aLcagatctc 

agggagagtg tcttgaccct cctctgcctt tgcagctica caggcaggoa ggcaggcagc 

tgatgeggea atcgccggca gtgecacagg ccitccagcc aggcttaggg cgggttccgc 

cgcggcgcgg cggcccctct cgcgctcctc tcgcgcctci ctctcgctct cctctcgctc 



60 
120 
I 00 
240 



3 



Annex VII. page 30 



Appendix 3, page 2 



\ ■ 



pgAccc^dtc aggtgagcag gaggaggggg cagttagc 



atg get tea atg ttc aoc 29c 
Met Val Scr Met The Scr 
1 S 



ttg cct ttc aaa tgg cct gga ttt tgt ttg ttt gtt tgt ttg etc c fa 3 << 
Leu SCr Phc Lys ,Trp Pro Cly The Cys Leu The V* 1 Cys Leu The Cln 
10 . 15 20 



tgt ccc aaa gtc etc ccc tgt cac tea tea ctg cag ccg aat ctt 
Cys Pro Lys rVal LCu Pro Cys His Scr Scr -Leu . Cln Pro Asn-.-**u-- 
25 30 \ » 



389 



<210> 
<21 1> 
<212> 
<213> 



2 

37 
PRT 

raramccium sp. 



<<00> 2 

Met Val Scr net Phc Scr Leu Scr Phc Lys Vrp Pro Cly Phc, Cys Leu 
! S 10 - IS 

Phc vol Cys Leu Phc Cln Cys Pro Lys val Leu Pro Cys His Scr Scr 
20 2S 30 



Leu Cln 



Pro Asn 
3V 



<210> 
<2 1 1 > 
<2i 2> 
< 2 1 3 > 



) 

1 1 

PRT 

Artificial Sequence 



<2 20> 
< 2 2 3 > 



<400> 



Designed peptide based on site and polarity to act as n 
linker between the alpha and beta chains of Protein XYZ 

3 



Met Val Asn Leu Clu Pro Met His Thr Clu Me 
1 S 10 



<210> 
<<00> 
000 



(Annex VIII follows] 



• cable. The numeric #ciacr shall be used only i n c ^ o ^"« 

Listing." The orders presentation of the items of • ^ htf 
•Sequence Listing" shall conform to the arrangement g^n below each 
item of information shall begin on a new line and shall begin with the 
numeric identifier enclosed in- angle brackets as shown.. The submission 
of those items of information designated with an "M" is mandatory. The 
submission of those items of information designated with an 0 is 
optionaX. Numeric identifiers <U0> through <170> shall only, be set 
forch at the beginning of the "Sequence Listing." Tjhe following table 
illustrates the numeric identifiers. 



Numeric 
Idcnti ficr 

<1 10> 



Definition 



Applicant 



Comments and 
Fo rma t 



Mandatory (M) or 
Optional JO) 



Preferably max. M 

of 10 names; 

one name per line; 

preferable .format: 

Surname, Other/* , v , ,. 

Names and/or 

Initials ■■* v' 



<120> 



Title of 
Invention 



<130> 



file Reference 



Personal file 
rc f c rence 



H, when filed prior 
to assignment of 
appl . numbc r 



<K0> 



Current Applica- Specify as: 
ti.pn Number US 07/999,999 or 

PCT/US96/99999 



M, i f avai lablc 



< 1 4 1 > 



Current Filing 
Date 



Specify as: yyyy-mm-dd M, if available 



<150> 



Prior Application Specify as: 
Number US 07/999, 999 or 

PCT/US9C/99999 



M, if appl icabl c 
include priori ty 
documents under 
35 USC 119 and 
120 



< 1 5 1 > 



<1G0> 



Prior Application Specify as: yyyy-mm-dd M, if applicable 
Filing Date 

Number of SF.Q ID Count includes 



NOs 



total number of 
SCO ID NOs 



<170> 



Sof twa rc . 



Name of software used 
to create the 
Sequence Listing 



<210> 



SEQ ID NO : If 



Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



M 



<2 1 1 > 



Length 



Respond with an integer M 
expressing the number 
of bases or amino acid 
res iducs 



<2 1 2> 



Type 



<213> 



Organism 



• Whcchcr prcscnccd 
sequence mole- 
cule is DNA, 
RNA, or PAT 
(protein) . I f 
. a nucleotide 
sequence con- 
tains both DNA 
and ANA frag- 
ments, the 
type shall be 
"DNA. " In ad- 
dition, the 
combined DMA/ 
ANA molecule 
shall be further 
described in 
the <220> to 
<223> feature 
section. 



M 



Scicnti fic name, ^ 
i.e. Genus/species , 
Unknown or Acti f i - 
cial Sequence. In 
addition, the 
"Unknown" or 
"Artificial Se- 
quence" organisms 
shall be further 
described in the 
<220> to <223> 
feature section. 



<220> 



Tcaturc 



Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical s igni - 
ficancc in the 
sequence . 



H, under the 
foil owi ng cond i - 
tions: if "n," 
"Xaa, " or a mod- 
i f i cd or unusua 1 
L- ami no acid or 
modified base was 
used in a se- 
quence; i f OKGAN- 
ISM is "Artifi- 
cial Sequence" or 
"Un known " ; if 
molecule is 
combined DNA/ ANA . 



<22 1 > 



Name/ Key 



Provide appropriate 
ident i f i c r for 
f ca cure, pre- 
ferably from 
WIPO Standard 
ST.2S (1998J, 
Appc nd ix 2 , 
Tables S and 6 



M, under the f ol - 
lowing conditions 
if "n, " "Xaa , " or 
a mod i f i cd or un- 
usual L-amino 
acid or modi f i cd 
base was used in 
a sequence 



<222> 



Loca c i on 



Spec i f y locat ion 
within sequence; 
where appropriate 
state number of 
first and last 
bases/ammo acids 



M, under the fol- 
lowing conditions 
if "n . " "Xaa , " or 
a mod i f i cd or un- 
usual L-amino 
acid or mod i f i cd 



<223> 



Other Infor- 
mation 



feature 



Other relevant 

i n forma tion; 

four lines maximum 



base was u s c*d 
a sequence 



under the fol- 
lowing conditions: 
i f "n, M M Xaa, M or 
a modified or un- 
usual L-amino acid 
or modified base 
was used in a 
sequence; if 
ORGANISM 
is "Arti ficial 
Sequence" or 
"Unknown"; .i-f_=» - 
mol.c'culc is com- 
bined DNA/KNA-r^ .- 



<300> 



<301> 



Publ i ca tion 
Information 

Authors 



Leave blank' 
after <300> '* 

Preferably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format: 
Surname, Other 
Names and/or 
Initials 



O 

• v-' 0 



<302> 
<303> 
<304 > 
<30S> 
<30G> 
<307> 



< 300> 



<309> 



<3 10> 



Ti tic 

Jou r na 1 

Volume 

Issue 

Pages 

Date 



Database 
Acccs s i on 
Numbc c 



Database Entry 
Da te 



Patent Document 
Numbc r 



O 

o 



Journal date on which 
data publ i shed; 
specify as yyyy-mm- 
dd, KMM-yyyy or 
Season - yyyy 

Accession number 
assigned by data- 
base including 
database name 

Oatc of entry in 
database; specify 
as yyyy-mm-dd or 
MMM - yyyy 

Document number; 
for patent-type 
citations only. 
Spec i f y as, for 
example. US 
07/999. 999 



<3t 1 > ' * 



<3 12> 



Patent 
Da tc 



ing 



Publication Date 



<31 3> 



<400> 



Relevant 
Residues 

Sequence 



Document f i 1 i ng 
date, for patent- 
type citations only; 
specify as yyyy-mm-dd 

Document publication 
dace, for 
patent-type 
citations only; 
specify as yyyy-mm-dd; 

TROM (position) TO 
(posi tion) 



SEQ ID NO should 
follow the 
numeric identifier 
and should appear 
on the 1 inc pre- 
ceding the actual* 
sequence 



S. Section 1.024 is revised to read as follows: 



1.024 Form and format for nucleotide and/or amino acid sequence 
submissions in computer readable form. 



(a) The computer readable form required by 
following specifications: 



1.021 (c) sha 1 1 meet the 



(I) The computer rcadahl'6 form shall contain a single "Sequence Listing" 
as either a diskette, scries of diskettes, or other permissible media 
outlined in paragraph (c) of this section. 

(?) The "Sequence Listing", in paragraph (a) (1) of this section shall be 
submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats shall be allowed. 

(3) The computer readable form may be created by any means, such as word 
processors, nuc 1 eo t i dc /ami no acid sequence editors or other custom 
computer programs; however, it s ha 1 1 conform to all specifications 
detailed in this section. 



(4) Tile compression is acceptable when using diskette media, so long as 
the compressed file is in a s c 1 f - c>: t i act i ng format that will decompress 
on one of the systems described in paragraph (b) of this section. 

(5) Page numbering shall not appear within the computer readable form 
version of the "Sequence Listing" file. 

(Gl All computer readable forms sha 1 1 have a label permanently affixed 
thereto on wh i ch has been hand-printed or typed: the name of the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, the operating system used, a 
reference number, and an application serial number and filing date, if 
known. 



(b) Computer readable form submissions must meet these format 
rcqui rcmonts : 

Ml Computer: I OM PC/XT/AT. or compatibles, or Apple Macintosh; 
l?> Operating System: MS-DOS. Unix or Macintosh; 



10/077 6 99^^ 



(1) GENERAL INFORMATION 

(2) INFORMATION FOR SEQ . ID NO . 1 : 

(i) SEQUENCE CHARACTERISTICS: 

(A) LENGTH: 5001 BASE - #PAIRS 

(B) TYPE: NUCLEIC ACID 

(C) STRANDEDNESS: SINGLE 

(D) TOPOLOGY: LINEAR 

(ii) MOLECULE TYPE: GENOMIC DNA 

(Xi) SEQUENCE DESCRIPTION: SEQ. ID NO.l 



GTTGCTGTTGCTGTTCTAGAACAATCCATACACACGATTAGATTGAGCTCACCTTCAGCT 
CACGGAAAATTCTTCAGGCCTCAACCCTTCAGCTCCACCCTGCCTTTCTGGAAAAATGCA 







<U0> 
<120> 
<1 30> 

< 1 < 0* 
<1U> 

<1S0> 

< 1 SI > 

< 1C0> 

< 1 70> 



<210> 
<2II> 

< 2 1 2 > 

< 2 I 3 > 



<220> 

< 2 2 I > 
<222> 

<300> 
<301 > 

< 302 > 

< 303 > 

< 304 > 
<30S> 
<30C> 

< 307 > 

< 300> 

< 309> 



Smith. John; ..- Smlthgcnc Inc. 
Example o( a Sequence Listing 
01-00001 



PCT/EP98/00001 
1998-12-31 



US 08/999.999 
1997-10-15 



Patent In version 2.0 



1 

389 

ON A ' s 
riramcc i urn sp. 



COS 

1279) . . . {389) 



Doe. Richard 

Isolation and Characterization of a Ccnc Kncoding a 

Protease from Paramecium sp 

Journal ol Cones 

1 

4 

1 -7 

1988-0C-3) 

123456 

1988-00-31 



<400> 1 

agctgiagtc attcctgtgr cctcttctct ctgggcuci. caccctgcua atcagatctc 

agggagagtg tcttgaccct; cctctgcctt tgcagotica caggcaggoa ggcaggcagc 

tgatgtggca attgetggea gtgecacagg cttttcagcc aggcttaggg cgggttccgc 

cgcggcgcgg cggcccctct cgcgctcctc tcgcgcctct ctctcgctct cctctcgctc 



60 
120 
180 
240 




Annex VII. page 30 
Appendix 3, page 2 

ggacctgatt aggtgagcag gaggaggggg cagttagc Vc tea atg tec *gc 296 

• ■ 1 5 

tto tct tec aba too cct gga ttt tgt ttg tct gtt tgc teg ttc caa j<< 

Leu S<!r Phc Lys . Trp Pro Cly The Cys , Leu Phc Val Cys Leu Phc Cln 

tgt ccc aaa gtc etc ccc tgt cac tea tea ctg cag ccg aat cm 38 9 

Cys Pro Lys rVal LCu Pro Cys His Scr Scr -Leu . Cln Pro Asru.-**u-r 

23 30 \ W 



<210> 2 

<2I 1 > 37 - 

<212> PRT ... 

<2U> Paramecium sp. 4 ' ^ 

<<00> 2 

net Val Scr Met Phc Scr Leu Scr Phc Lys Trp Pro Cly Phc. Cys Leu 
! . 5 10 15 

Phc Val Cvs Leu Phc Cln Cys Pro Lys Val hou Pro Cys His Scr Scr"" 
20 2S 30 

Leu Cln Pro Asn i.ovj 
3* 

<210> 3 
<21 1 > 11 
<212> PRT 

< 2 1 3 > Artificial Sequence 

/ 

<220> 

<223 > Designed peptide based on siic and polarity to act as a 

linker between the alpha and beta chains of I'rotcin XY2. 

<400> 3 

Met Val Asn l.cu Clu Pro Met His Vhr Clu He 
IS 10 

<210> 4 
<400> 4 
000 



(Annex VIII follows! 



cable. The numeric idc 



ce 



cau... ....... ... .Jlfificr shall be used only in th»!cqucn 

Listing." The order and presentation of the items of information in the 
"Sequence Listing" shall conform to the arrangement given below Each 
item of information shall begin on a new line and shall begin with the. 
numeric identifier enclosed in, angle brackets as shown., The submission 
of those items of information designated with an "M" is mandatory. The 
submission of those items of information designated with an "0" is 
optionai. Mumcric identifiers <110> through <170> shall only, be set 
forth at the beginning of the "Sequence Listing." TJie following table 
illustrates the numeric identifiers. 



Numeric 
Identifier 

<110> 



<120> 



<130> 



<1<0> 



<H 1> 



Definition 
Applicant 



Title of 
Invention 

File Reference 



Current Applica- 
tion Number 



Current Piling 
Date 



Comments and 
Format 

Preferably max. 
of 10 names; 
one name per line; 
preferable .format: 
Surname, Other/- 
Names and/or 
Initials 



personal file 
re fcrcncc 



Specify as: 

US 07/999, 999 or 

PCT/US9G/99999 



Mandatory (M) 
Optional JO) 



or . 



M 



hi. when filed prior 
to assignment of 
appl. number 

M, if available 



Specify as: yyyy-nvn-dd M , if available 



<150> 



<151> 



<1C0> 



<170> 



<210> 



Prior Application Specify as: 
Number US 07/999,999 or 

PCT/US9G/99999 



M, if applicable 
include priority 
documents under 
35 USC 119 and 
120 



Prior Application Specify as: yyyy-mm-dd M, if applicable 
Filing Date 



Number of SEQ ID Count includes 



NOs 



Sof twa re - 



SEQ ID NO: H : 



total number of 
SEQ ID NOs 

Name of software used 
to create the 
Sequence Listing 

Response shall be an 
integer repre- 
senting the SEQ 
ID NO shown 



M 



M 



<211> 



Length 



Respond with an integer M 
expressing the number 
of bases or amino acid 
res iducs 



<2.12> 



Type 



<2i3> 



Organism 



' Whether presented 
sequence mole- 
cule is DMA, 
RNA, or PRT 
(protein). If 
... a nucleotide 
sequence con- 
tains both DNA 
and UNA frag- 
ments, the 
type shall be 
"DNA. " In ad- 
dition, the 
combined DNA/ 
RNA molecule 
shall be further 
described in 
the <220> to 
<223> feature 
section. /- 

Scientific name, 
i.e. Genus/species, 
Unknown or Artifi- 
cial Sequence. In 
addition, the 
"Unknown" or 
"Artificial Se- 
quence" organisms 
shall be further 
described in the 
<220> to <223> 
feature section. 



SO*- 



M 



<220> 



Pea tu rc 



Leave blank after 
<220>. <221-223> 
provide for a 
description of 
points of bio- 
logical signi- 
ficance in the 
sequence . 



M, under the 
following condi- 
tions : i f "n, " 
"Xaa , " or a mod- 
i f i cd or unusual 
L-amino acid or 
modified base was 
used in a se- 
quence; if ORGAN- 
ISM is "Artifi- 
cial Sequence" or 
"Unknown"; if 
molecule is 
combined DNA/ RNA . 



<221> 



Name/Key 



<222> 



Location 



Provide appropriate 
ident i f i cr f or 
feature, pre- 
ferably from 
WIPO Standard 
ST.2S 119981. 
Appendix 2, 
Tables 3 and 6 

Spcci f y location 
within sequence; 
where appropriate 
state number of 
first and last 
bases/ammo acids 



M, unde r the f ol - 
lowing conditions 
if "n. " "Xaa , " or 
a mod i f i ed or un- 
usual L-amino 
acid or modified 
base was used in 
a sequence 

M, under the fol- 
lowing conditions 
if "n. " "Xaa, " or 
a mod i f icd or un- 
usual L-amino 
acid or mod i f i cd 



<223> 



Other Infor- 
mation 



in feature 



Other relevant 

information; 

four lines maximum 



isc was usefcj in^ 
"sequence 

M, under the fol- 
lowing conditions: 
ff "n." M Xaa/ or 
a modified or un- 
usual L-amino acid 
or modified base 
was used in a 
sequence; if 
ORGANISM 
is "Artificial 
Sequence" or . 
"Unknown"; -U^=A :'. 
molecule is com- 
bined DNA/IUM^* X- 



<300> 



<301> 



Publ ication 
Information 

Authors 



Leave blank' 
after <300> " 

Preferably max 
of ten named 
authors of publi- 
cation; specify 
one name per line; 
preferable format: 
Surname. Other 
Mamcs and/or 
Initials 



O 



^' 0 



<302> 
<303> 
<304 > 
<305> 
<30C> 
<307> 



<300> 



< 309> 



<310> 



Ti tic 

Jou rna 1 

Volume 

Issue 

Pages 

Date 



Database 
Acccs s i on 
Numbc r . 



Database Entry 
Dace 



Patent Document 
Numbe r 



Journal date on which 
data publ i shed; 
specify as yyyy-mm- 
dd, KMM-yyyy or 
Season-yyyy 

Accession number 
assigned by data- 
base including 
database name 

Date of entry in 
database; specify 
as yyyy-mm-dd or 
MMM-yyyy 

Document number; 
(or patent-type 
citations only. 
Spcci f y as. for 
example. US 
07/999. 999 



O 
O 



<C 3 1 <1 > 



<312> 



Patent r! 
Dace 



Document filing 
date, for patent- 
type citations only; 
specify as yyyy-mm-dd 



Publication Date 'Document publication O . 
date, for 
patent-type 
citations only; 
specify as yyyy-mm-ddj 



<313> 



<400> 



Relevant 
Residues 

Sequence 



FROM (position) TO 
(position) 

SEQ ID NO should 
follow the 
numeric identifier 
and should appear 
on the line pre- 
ceding the actual* 
sequence 



S. Section 1 . 02 < is revised to read as follows: 



1.024 Form and. format for nucleotide and/or amino acid sequence 
submissions in computer readable form. 



(a) The computer readable form required by 
following specifications: 



1.021 (c) shal 1 meet the 



(1) The computer readable form shall contain a s i ng 1 c -"Sequence Listing" 
as cither a diskette, scries of diskettes, or other permissible media 
outlined in paragraph (cO of this section. 

(2) The "Sequence Listing"." in paragraph (a) (1) of this section shall be 
submitted in American Standard Code for Information Interchange (ASCII) 
text. No other formats shall be allowed. 

(3) The computer readable form may be created by any means, such as word 
processors, nucleotide/amino acid sequence editors or other custom 
computer programs; however, it shall conform to all specifications 
detailed in this section. 

(4) Pile compression is acceptable when using diskette media, so long as 
the compressed file is in a scl f -c>:t ract ing format that will decompress 
on one of the systems described in paragraph (b) of this section. 

(5) Page numbering shall not appear within the computer readable form 
version of the "Sequence Listing" file. 

'. r 

(61 All computer readable forms shall have a label permanently affixed 
thereto on which has been hand-printed or typed: the name of the 
applicant, the title of the invention, the date on which the data were 
recorded on the computer readable form, the operating system used, a 
reference number, and an application serial number and filing date, if 
known. 

(b) Computer readable form submissions must meet these format 
rcqui rements : 

(1) Computer: ( Om PC/XT/AT. or compatibles, or Apple Macintosh; 
121 Operating System: MS-DOS. Unix or Macintosh; 



I M I'M 



